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LIVING MODIFIED ORGANISM (LMO)

Living Modified Organism identity
The image below identifies the LMO through its unique identifier, trade name and a link to this page of the BCH.

Click on it to download a larger image on your computer. For help on how to use it go to the LMO quick-links
page.

Name

Transformation event

GPTV-Kan-NIb Linda Nb11, GPTV-Kan-NIb Linda Nb12

Developer(s)

- PERSON: BAZ | BCH-CON-DE-101384-2

PERSON

BAZ
Institut für landwirtschaftliche Kulturen
Erwin-Baur-Str. 27
Quedlinburg
06484, Germany
Phone: +49 (0)3946 47 701
Fax: +49 (0)3946 47 255
Email: zl@jki.bund.de
Website: http://www.jki.bund.de

RELATED ORGANIZATION

Description

BCH-LMO-SCBD-111460-1 EN DE

Potato modified for resistance against Potato Virus Y EN

The genetically modified potato plants constitutively express a mutated fragment of the NIb
gene of the Potato Virus Y, which, in its native form, codes for a RNA-dependent RNA
polymerase. The modification is expected to confer resistance to PVY.

EN

https://bch.cbd.int/en/database/LMO/BCH-LMO-SCBD-111460-1
https://bch.cbd.int/reports/lmo/654998d7-7259-4c1f-b4b3-a2c69c40e0e7/decisions
https://bch.cbd.int/reports/lmo/654998d7-7259-4c1f-b4b3-a2c69c40e0e7/risk-assessments
https://bch.cbd.int/api/v2020/bch/lmo-qrcode/654998d7-7259-4c1f-b4b3-a2c69c40e0e7?download=true
https://bch.cbd.int/api/v2020/bch/lmo-qrcode/654998d7-7259-4c1f-b4b3-a2c69c40e0e7?download=true
https://bch.cbd.int/en/database/CON/BCH-CON-DE-101384/
mailto:zl%40jki.bund.de
http://www.jki.bund.de/


Recipient Organism or Parental Organisms
The term “Recipient organism” refers to an organism (either already modified or non-modified) that was
subjected to genetic modification, whereas “Parental organisms” refers to those that were involved in cross
breeding or cell fusion.

BCH-ORGA-SCBD-12106-6 ORGANISM SOLANUM TUBEROSUM (POTATO, SOLTU)
Crops

Related LMO(s)

BCH-LMO-SCBD-111461-1 Potato modified for resistance against Potato Virus Y | BAZ Resistance to
antibiotics - Kanamycin Resistance to diseases and pests - Viruses - Potato virus Y (PVY) Selectable
marker genes and reporter genes

Characteristics of the modification process
Vector

Techniques used for the modification

Agrobacterium-mediated DNA transfer

Genetic elements construct

P-35S-CaMV
0.000 kb

CS-NIb-PVY
0.000 kb

T-35S-CaMV
0.000 kb

P-35S-CaMV
0.000 kb

CS-uidA-ECOLX
0.000 kb

T-35S-CaMV
0.000 kb

P-nos-RHIRD
0.000 kb

CS-nptII-ECOLX
0.000 kb

T-nos-RHIRD
0.000 kb

Introduced or modified genetic element(s)
Some of these genetic elements may be present as fragments or truncated forms. Please see notes below,
where applicable.

BCH-GENE-SCBD-100287-7 CAMV 35S PROMOTER
Promoter

BCH-GENE-SCBD-111452-1 NUCLEAR INCLUSION PROTEIN B GENE
Protein coding sequence | Resistance to diseases and pests (Viruses, Potato virus Y (PVY))

BCH-GENE-SCBD-100290-6 CAMV 35S TERMINATOR
Terminator

BCH-GENE-SCBD-46004-7 BETA-GLUCURONIDASE CODING SEQUENCE | (BACTERIA)
Protein coding sequence | Selectable marker genes and reporter genes

BCH-GENE-SCBD-100270-6 NOPALINE SYNTHASE GENE PROMOTER
Promoter

BCH-GENE-SCBD-15001-5 NEOMYCIN PHOSPHOTRANSFERASE II | (BACTERIA)
Protein coding sequence | Resistance to antibiotics (Kanamycin)

pGPTV-Kan-NIb EN

https://bch.cbd.int/en/database/ORGA/BCH-ORGA-SCBD-12106/6
https://bch.cbd.int/en/database/LMO/BCH-LMO-SCBD-111461/1
https://bch.cbd.int/database/record?documentID=100287
https://bch.cbd.int/database/record?documentID=111452
https://bch.cbd.int/database/record?documentID=100290
https://bch.cbd.int/database/record?documentID=100287
https://bch.cbd.int/database/record?documentID=46004
https://bch.cbd.int/database/record?documentID=100290
https://bch.cbd.int/database/record?documentID=100270
https://bch.cbd.int/database/record?documentID=15001
https://bch.cbd.int/database/record?documentID=100269
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-100287/7
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-111452/1
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-100290/6
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-46004/7
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-100270/6
https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-15001/5


BCH-GENE-SCBD-100269-8 NOPALINE SYNTHASE GENE TERMINATOR
Terminator

Notes regarding the genetic elements present in this LMO

LMO characteristics
Modified traits

Resistance to diseases and pests
Viruses

Potato virus Y (PVY)
Resistance to antibiotics

Kanamycin
Selectable marker genes and reporter genes

Common use(s) of the LMO

Research

Further Information

A mutated sequence of the NIb replicase of the Potato Virus Y is expressed under the control
of the 35S promoter and termination sequence of the Cauliflower Mosaic Virus.

The mutated sequence has a deletion at the C-terminus (approx. 400 nt) and at the N-
terminus (6 nt), and an internal shift in the reading frame affecting 14 amino acids, leading to
a non-functional gene product.

EN

BCH-LMO-SCBD-111460-1

Questions about the Cartagena Protocol on Biosafety or the operation of the
Biosafety Clearing-House may be directed to the Secretariat of the
Convention on Biological Diversity.
Secretariat of the Convention
on Biological Diversity
413 rue Saint-Jacques, suite 800
Montreal, Québec, H2Y 1N9
Canada
Fax: +1 514 288-6588
Email: secretariat@cbd.int

https://bch.cbd.int/en/database/GENE/BCH-GENE-SCBD-100269/8
https://bch.cbd.int/en/database/LMO/BCH-LMO-SCBD-111460
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